The difference in this model compared to the Discovery Mode is that it is limited to existing literature data and cannot identify novel or underestimated adverse events. Its value lies in its
ability to correlate treatments, diseases, and interactions, thereby reducing hospitalization costs while validating medical literature through the aggregation of Real-World Data (RWD).
This function operates across three distinct levels:
Level 1: Clinical Level (Published Studies)
All documented data regarding drug interactions and adverse event frequencies are taken into account. Additionally, patient personalization is integrated based on existing medical conditions and concurrent medications (polypharmacy).
Level 2: Computational Level
Subsequently, based on this data, the ASPISMED algorithm identifies the most likely critical points where the following are expected to occur:
· a. A severe adverse event or interaction based on the patient's current clinical status.
Level 3: Executive Level
· Step One: The clinician configures the application based on the treatment to be prescribed, inputting preexisting diseases and any concurrent medications. The system scans the data and provides the clinician with potential adverse events or changes in the patient's physiology that may arise. If severe signals are detected, the clinician is prompted to deploy the patient application.
· Step Two: The patient installs the application on their mobile device. Once installed, ASPISMED generates personalized alerts for the patient, based on established adverse event detection protocols (CTCAE).
· Step Three: If the real-time detection feedback reveals that a patient has experienced a severe adverse event with a high probability of hospitalization, they receive an
immediate notification to contact their physician. Concurrently, a real-time alert is triggered on the clinician’s central dashboard for that specific patient.
